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<> Mass spectrometer : Orbitrap Fusion [Thermo Fisher Scientific]
HPLC : EASY-n LC1000 [Thermo Fisher Scientific]
Trap column : Acclaim PepMap 100
Analytical column : EASY-Spray LC Columns

<> Mass spectrometer : Q Exactive [Thermo Fisher Scientific]
HPLC : Advance UHPLC [Bruker-Michrom]
Trap column : MonoCap C18 Trap Column
Analytical column : MonoCap C18 Nano-flow 0.1x150mm

<> Database search : Proteome Discoverer 2.4 [Thermo Fisher Scientific]

Search engine : Sequest HT [Thermo Fisher Scientific] and/or Mascot [Matrix Science]
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